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S. cerevisiae, 2298, 2613 
PHOS/PHO3 gene cluster 
reciprocal regulation, 1855 
S. cerevisiae, 1855 
Phorbol ester 
c-sis transcription in K-562 cells, 1847 
PHOS 
S. cerevisiae, 38 
Phosphatase gene 


cerevisiae, 38 


Sank 


kinase 
" polyomavires medium T antigen, 1866 
Phosphoprotein maturation 


human chronic myeiogenous leukemia 
cells, 1803 
p210°”' tyrosine kinase, 1803 
proteins phosphorylated on tyrosine, 
1803 
Physarum polycephalum 


oxidative stress, 1179 
pIX gene 
4149 
expression on replicated DNA mole- 
cules, 4149 
Plant defense gene transcripts 
differential accumulation, 1615 


Plant promoter activity 


SUBJECT INDEX xvii 


tobacco DNA, 4486 
Plasma membrane 
v-erb-B gene product orientation, 1329 
Plasmid maintenance 
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